ABSTRACT Lactic acid bacteria are commonly associated with Drosophila spp. Here, we report on the isolation of a strain of Weissella cibaria and the sequencing, assembly, and annotation of its genome. A total of 35 contigs were generated, with 2,349 coding sequences found.
tion. It would be interesting to test in a future work if any of these differentially present pathways influence D. melanogaster metabolism.
Accession number(s).
The whole-genome shotgun data have been deposited in GenBank under the accession number NDXJ00000000. The version described in this paper is the first version, NDXJ01000000.
